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RIA What is ABRF?

International scientific society dedicated to advancing technologies, education and
communication and reproducible research in operations of shared scientific resources.

« ABRF is a non-profit professional membership organization and
member of the Federation of American Societies of Experimental
Biology (FASEB)

* Founded in 1989, ABRF currently includes over 1200 members
working in biomedical laboratories in 16 countries representing
academia, government and industry

 ABRF promotes research, technology, communication and education

A member-driven society that relies on volunteers for ongoing
activities

 Members access unique resources and professional opportunities

https://abrf.org
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What’s Your Role?

Academic
Researcher

Core Director/
Manager

Corporate
Researcher

Staff
Scientist
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Meet Your Needs ABRF Opportunities/Resources

e Education = learn more about the * Year-round content on today’s key developments
latest scientific and technology * Articles and presentations developed by ABRF
advances members

* Benchmarking — understand how * Committees, working groups, and discussion
other core facilities operate forums to engage with colleagues

e Speaking, publishing, and leadership

* Problem-Solving — connect with peers P
opportunities

to ask questions

* Professional Development — add
experience to advance your career

* Networking — find your peers in the
core facilities community
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ABRF Membership by
Professional Interest Areas

Flow Cytometry,

* ABRF includes more than 1200 4%
researchers, scientists,
technologists, and core facilities 3ioinformatic
leaders from nearly 200 Core
academic institutions and A

. - . Proteomics, 13%
biotechnology innovation

companies.

Genomics, 27%




The Association of - e
IR o e ABRF Activities

* Annual Meetings (national and regional)
* Research Groups

* Professional Development Programs

* Leadership Opportunities

* Peer Groups

https://abrf.org
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ABRF 2022

Annual Meeting
March 27-30

Celebrating science, community,
synergy, and resiliency
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LQF _ MULTI-Seq: Universal sample multiplexing for
single-cell RNA sequencing using lipid-tagged indices

Eric Chow!,

Sl Chris McGinnis?, Dave Patterson?, Juliane Winkler®, Daniel N, Conrad?, Vasudha Srivastava?, Jennifer L. Hu?, Marco Hein®,
aoed 9y "Department of Chemistry of Anatomy *Department of Caliular and Molecular Pharmacolagy SChan-Zucksrberg Biohub (Cant

Introduction

Economic and lechnical limitations of current single cell platiorms limit the number of samples and restricts projects 1o mple tacililales §
costs and common artifacts such as cell doublets. However, universal and scalable sample barcoding strategies have not been described. We therefore developed MULT)-seq;
lipid-tagged indices lor single-cell and single-nucleus ANA sequencing, MULTI-seq reagents can b any cell type of nucleus from any spocies with an accessible plasma
method involves minimal sample processing (na fixalion required), and thereby preserves cell viability and endogenous gena expression patterns. MULTI-seq enables robust d
and increases the number of celis processed by 2.5 fold. Additionally, the MULT-seq sample idantity cells with low ANA contert ldd othy
standard quality-control workllows. We use MULTI-seq to track the T-call activation, 1o perform a 36-plex with primary human mammary @
multiplex cryogresenved tumars and metastatic sites isolated from a patient-derived xenogralt mouse model of triple-negalive breast cancer.
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Often referred to as the heart and soul of the ABRF,
Research Groups (RGs) are organized by ABRF
members to advance specific biotechnologies and

analytical techniques for the benefit of core and
research laboratories.
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Proteomics,
Metabolomics " : Interest
Bioinformatics
& Mass Networks
Spectrometry
Next Generation . Genomics Antibody
Sequencing Sl Aery ey Bioinformatics Technology
. : : . Proteome Workflow Interest
Genome Editing Metabolomics Light Microscopy Bioinformatics Network

DNA Sequencing  Protein Sequencing

Genomics Proteomics

Proteomics

Metagenomics
& Standards

https://abrf.org/research-groups
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BlomqleCUIar Resource 2da. 1,000l Cross Site Evaluation of Sanger Sequencing Dye Chemistries - o o
FaCI I ltl es DNA Sequencing Research (,mup ’:‘ 'ﬂ

Molly J. Zeller!, Fred W. Kolling?, Jessica W. Podnar?, Yanping Zhang*, Jyothi Thimmapuram?, Yuriy O. Alekseyev5, Alex Deiulio®, Jeremy Niece?,
Heather Deiderick?, Jun Fan’, Xiaoling Xuei, Lorena Pantano®, Jan Kieleczawa®®, Stuart S. Levine!?!, Zachary T. Herbert'?, Marie Adams?*3

1. University of Wiscensin Biotechnology Center 2. Geisel School of Medicine 3. UT Austin 4. University of Florida 5. Purdue University 6. Boston University 7. Marshall University 8. Indiana University
School of Medicine 9. Harvard T.H. Chan School of Public Health 10. Wyzer Biosciences 11. Massachusetts Institute of Technology 12. Dana-Farber Cancer Institute 13. Van Andel Institute

S am p | e R e S e a rc h G ro u p a Ct |V |t | es . Abstract - PmmIli)hinfmfi::l:.:::::‘Sequence Templates | Drop In Ready

Sanger sequencing remains an essential teol utilized by researchers. Despite competition Each site swapped ONLY the dye!
from commercial providers, many sequencing core facilities continue to offer Sanger Low Complexity Template Each core used their own SOP.
sequencing services to their customer base. By reducing costs and providing rapid

.
- turnaround times, in-house Sanger sequencing remains a viable core service, often helping ABI BrilliantDye BrightDye Control Template
to subsidize more costly services such as next generation sequencing. While Applied 1.00 - P = ) Brilliant Bright
BiD5y5tEm5’ BigDye™ Terminator chemistry was once the only solution available for Sanger ﬁ [ 4 1.00 —= =
DNA sequencing, several new products employing novel dye chemistries and reaction A 075 o \ i [ V'
(Dnﬁguf&ﬁﬂﬂs have entered the market. Currently, it is unclear how these new chemistries é‘ i o
- perform on various DNA templates, including difficult templates or their amenability to ] aag core g‘”ﬁ
commonly employed cost-saving measures such as dye dilution and reaction miniaturization. 14 Site 1 s core
‘With this goal in mind, we compared the quality of Sanger sequencing data produced by kits ‘% \I Site 3 g’ 0.50 Site 1
available from several vendors using control and difficult-to-sequence DNA templates under £ 025 | i 2 Site 2
L various reaction conditions. This study will serve as a valuable resource te core facilities E | b | Sta3
- conducting Sanger sequencing, providing guidelines on appropriate protocols to use with 3000 goa | 1
each kit and determining the most cost effective solutions for Sanger sequencing while S i |
S |
maintaining high quality results. 0 500 1000 0 500 1000 0 500 1000 0.00
.o . position ¢ 500 1000 O S00 1000 0 500 1000
- - "
- P u b I Te at ions Experimental Variables GCrich Template posion
ABI BrilliantDye BrightDye Control Template
Low Compiexy Tempioes (155 base non fepent TCH S B O ST 1.00 = = i
S [ \
A 0.754 | 1000
=
= core 80
. . mgw 3 0.504 — < I I II W BigDye
. AP N A ] i -
Current Study: 2018 Evaluation of Data-Independent Acquisition (DIA) d &
for Protein Quantification in Academic and Core Facility Settings.
COMMUNICATION
: - ; : _— : ABRF Proteome Informatics Research Group (iPRG) 2016 Study: Inferrin,
Sample preparation by PRG Participant information Data acquistion and analysis P ( ) y: g
_ Proteoforms from Bottom-up Proteomics Data
—> Geographical location - 000
Hela 0600 Randomize sag'lp}e Joon-Yong Lee,) Hyungwon Choiy® Christopher M. Colangelo,> Darryl Davis* Michael R. Hoopmann,’
tryptic digest ¢ QOO  cuistonorder Lukas Kill® Henry Lam, Samuel H. Payne, Yasset Perez-Riverol,® Matthew The® Ryan Wilson,"
. 2 / il ’ﬂku—
v ’4 120 minutes 400-1200 miz Susan T. Weintraub, Magnus .
v :I:' "Pacific Northwest National Laboratory, Richland, Washington 99352, USA; “National University of Singapore, 117547
Spiked-in four non- human 4 0 ! Thoverap Singapore, Singapore; *Agilent Technologies, 121 Hartwell Ave., Lexington, MA 02421; *Janssen Research and Development,
protein digests at v ™~ LLC, Spring House, Pennsylvania 19087, USA; *Institute for Systems Biology, Seaitle, Washington 98109, USA;
known concentrations + LIS Retention time m/z rgnmcefor Life Laboratory, KTH - Rayal Institute of Technolagy, 171 65 Solna, Sweden; *Department of Chemical and
0|
Biognosys iRT peptides 20poouln1:es 16 ES stallesg PRG-recommended or user-preferred Biological Engineering, The Hong Kong University of Science and Technology, Clear Water Bay, Hong Kong, China;
eoe 120 min LC gradient and DIA settings “Eurapean Molecular Biology Laboratory, Eurapean Bioinformatics Institute, Wellcome Trust Genome Campus, Hincton,
) Camibridge CBI10 18D, United Kingdom; *Deparement o %“Biocbﬂnfmy and Structural Biology, The University of Texas Health
Instrumentation Anonymous . = . .
data upload - Science Center, San Antonio, Texas 78229, USA; and " Center for Prateamics and Metabolomics, Leiden University Medical
< 45 datasets total Center, 2300 RC Leiden, The Netherlands
] o Thermo - 43 12.ypeciof
. " e %% mass spectrometers
Participants received ' - representin
c e yandor MassIVE i f ; Assodiation of i - omat
samples A, B, . three vendors This report presents the results from the 2016 Association of Biomolecular Resource Facilities Proteome Informatics
e ot B Research Group (iPRG) study on proteoform inference and false discovery rate (FDR) estimation from bottom-up

- - proteomics data. For this study, 3 replicate ) Exactive Orbitrap liquid chromatography-tandom mass spectrometry
datasets were generated from each of 4 Escherichia coli samples spiked with different equimolar mixtures of small
recombinant proteins selected to mimic pairs of homologous proteins. Participants were given raw data and a
sequence file and asked to identify the proteins and provide estimates on the FDR at the proteaform level. As part of
this study, we tested a new submission system with a format validator running on a virtual private server (VPS) and
. . allowed methads 1o be provided as executable R Markdown or IPython Notebooks. The task was perceived as
2 02 O : E m pOWe rl n g Te a m SC I e n Ce difficult, and only eight unique submissions were received, although those who participated did wel with no one
——————————————————— method performing best on all samples. However, none of the submissions included a complete Markdown or
- Notebook, even though examples were provided. Future iPRG studies need to be more successful in promoting and
February 29 - March 3 | Palm Sp”ngS: CA encouraging panic.\papl’inn. Th('ptPS and}submissinn validator easily scale to much larger numbers ol"par[icwpaﬁm in
these types of studies. The unique “ground-truth” dataset for protesform identification generated for this study is now
available 1o the research community, as are the serverside scripts for validating and managing submissions.
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Focus on RNA sequencing quality control {SEQC}
ABRF evaluation of RNA-seq
Genome editing in hexaploid wheat
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e Publishing in ABRF’s Journal of Biomolecular
Techniques (JBT)

— Offers a platform for publication of research pertaining
to core facilities

— Provides an opportunity for publication of best
practices in core facility management and operations

e Annual Education Programs

— Learn from peers and experts on the latest best
practices for core facilities management, including
financial benchmarking and staff leadership

— Hear from researchers about new and emerging
scientific advances

— Engage with corporate partners to understand how to
maximize the return on investment for core facilities
technology

https://abrf.org



Benefits for Mentors
Improve communication
and personal skills
Develop leadership and
management qualities
Reinforce your own study
skills and knowledge of

your subject(s)

Increase your confidence
and motivation

Engage in a volunteering
opportunity, valued by
employers

Enhance your CV

New ABRF Mentoring Program
To launch in 2021

Goals:

Enhance career development for members

Flexible program design: once matched, mentee
establishes his/her own objectives and works with
an assigned mentor to meet those objectives

For immediate assistance, or to
answer questions about ABRF
Mentoring, contact the ABRF Career
Development Committee:

careerdev@abrf.memberclicks.net

Benefits for Mentees

Learn from the experiences
of others

Increase your social and
academic confidence
Become more empowered
to make decisions

Develop your
communication, study and
personal skills

Develop strategies for
dealing with
personal/academic issues
Identify goals and establish
a sense of direction

Gain valuable insight into
the next stage of your
career
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The Association of
. Biom,o,leculér Resource - ABRF: A FASEB Member Society FASEB

Federation of American Societies
For Experimental Biology

Facilities

e As a member society of FASEB,
ABRF members are part of a
global community of more than
130,000 scientists across 27
organizations

54 |III-

i
! s T T

e FASEB advances legislative,
regulatory and executive policy
initiatives that promote progress
and education in biological and
biomedical sciences

e 2020-2021 FASEB-wide Shared
Research Resources Task Force —
Co-chaired by two ABRF
members



https://amr.sharepoint.com/:b:/s/amrfiles/EeqOL9JAx_1DufFu1hPRIfcBooy6YVGRxnXEq-0CGAXXew?e=YjTm4a

. Bromolomion Rosource Finding A Voice in Our Own

Facilities Institutions

FASEB Maximizing Shared
Research Resources Report

Identified four key areas for
improvement:

e Funding and business

operations
* Discoverability and access Maximizing Shared
. . Research Resources
* Ability to meet evolving needs Part I: Recommendations from the

Federation of American Societies for Experimental Biology

e Facilitate career track and

staff development & FASEB

http://tiny.cc/buw27y
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. Biomolecular Resource  Leadership Opportunities with ABRF Committees

Match your interests to contribute to the
work of an ABRF Committee:

e Career Development

Join us o tha v
2020 SEASR Annual Meeting
Atlanta, GA

* Communications
e Core Administrators’ Network
* Core Rigor and Reproducibility

e Corporate Relations i
* Education —
° Membership https://abrf.org/membership
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The Association of
RIEl " Contribute to ABRF Comittees

* Build leadership capabilities
* Expand your network

* Develop new resources and
valuable programs for ABRF
members

e Support the future of ABRF
and core facilities

https://abrf.org/committees
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* ABRF members collaborate with leading biotechnology ol
instrumentation providers to make the most of their | " (§ seatel
investments in shared resources. Partners share current and § T —
upcoming technology advances and want to hear from ABRF ‘
members about their needs and challenges.

The ABRF Corporate Relations Committee manages these
vital connections. Contact them crc@abrf.memberclicks.net
to learn how to get involved.

NGS

Target Enrichment

Y
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The Association of
Rl =" How Can You Get Involved?

- Join a Research Group or
Committee

- Attend a Regional Chapter
or Annual Meeting

- Register for an Education
session

- Post questions to ABRF
Discussion Forums or
social media

- Enroll in the ABRF https://abrf.org
Mentoring Program
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Research + Technology + Communication * Education




The Association of
Biomolecular Resource
Facilities

Defining Excellence for
Shared Resources Worldwide
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